Postoperative lymphatic exudate in HPV-negative head and neck cancer detects recurrence DROPLE
prior to adjuvant treatment selection
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Conclusions
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were directly genotyped in lymph and plasma. A base-specific error

model (BEM) was estimated at each somatic mutation position to quantify References
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fraction after applying a non-linear correction for coverage and mutation
load variation. Wilcoxon signed-rank test was used for group
comparisons. The Kaplan-Meier estimator with log-rank test and Cox
proportional hazards model were used for survival analysis. For more information, please contact Wendy Winckler: wwinckler@adropletbiosci.com
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